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One of the major players during embryonic development of the mammalian central nervous system are the radial glial cells (RGCs). These progenitor cells have a spectacular bipolar geometry, spanning the developing cortex from the lateral ventricles (apical) to the pia (basal), influencing tissue integrity and serving as scaffold for migration of newborn neurons ( Figure 1A) . [4, 5] . In addition, the G1/S-specific cyclinD2 (Ccnd2) mRNA almost exclusively localizes to the basal endfeet, where the mRNA is locally translated. This leads to an enrichment of the Ccnd2 protein in the basal endfeet. Finally, the daughter cell that doesn't inherit the Ccnd2 protein-containing basal endfeet will differentiate [6] . Until now, however, it remained unsolved whether the asymmetric localization of mRNAs and proteins -and consequently the fate of the daughter cells -is achieved by pure diffusion, local degradation, or directed transport of the molecules [7] . As reported in this issue of Current Biology, Pilaz et al. now show for the first time directed rapid transport of mRNAs along the basal process of the RGC in vivo [8] . In order to visualize transport of mRNAs in live cells, the authors used the MS2-based RNA tagging system [9] , which takes advantage of the strong interaction between the MS2 bacteriophage coat protein (MCP) and a specific MS2 stem-loop structure in the mRNA. To track the mRNA of choice in vivo, multiple consecutive MS2 stemloops are linked to the 3'-untranslated region (3'-UTR) of the candidate mRNA. This reporter is then co-expressed together with the fluorescently tagged MCP to follow live transport of the RNA [10] . So far, the MS2 system has been widely used to track mRNAs in single cells from yeast up to primary neurons in culture [11] . Pilaz et al. are pioneers, using the MS2 system in organotypic brain slices from in utero electroporated embryonic mouse [8] . This allowed them to observe the MS2-Ccnd2-3'-UTR mRNA being transported along the basal process and concentrated in the basal endfeet during embryonic development ( Figure 1B) , with a maximum transportbias towards the RGC endfeet at 
